T he genetics'of the Pottaka horse

ETTA-Cards as a faecal and saliva sampling method
Gaia Resmini Supervisor: Dominic Wright

The study investigates the genetic diversity of a feral Pottaka horse herd in
northern Spain. Aiming to better understand the feralization process through
locating SNPs (single-neuclotide polymorphisms) using RAD-sequencing as
well as testing the viability of FTA-cards for fecal and saliva sampling

The samples yvielded ~587% host DNA but coverage

and mapping of the DNA was low. Eight variants were
found, successfully genotyped samples were spread
as follows: 35 homozygous for the reference allele, 20
heterozygous and 9 homozygous for a new allele
although most (119 out of 192) failed. The data
suggests that the herd is inbred (Fis = 0.399)
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Sample Type

Fecal samples yielded more
DNA than saliva

gy SR AR | R e . ot e
4 e, T oy . , X ¥ 1L e zs e
i ag v ‘ f-.?p.”; i 0 R =Y S
| v rl L L Y e i
P l"-'._- oty Ly b 4 g - , '-...
e S a o R \,
; i =y 5 ‘:|.' iR AT T e, e T
} ' | A e kN -k h,
] E ‘ b -
wf T o

After field sampling in

Spain, the DNA was extracted
and indexed in the lab to allow
for sequencing by a third party.
The resulting data was then
analyzed in Bash and R to
obtain the results above




